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1. https://www.nextprot.org/about/human-proteome



5 5 Sloe IMs] 4 uae SIS 5 Ol oo alaz 5l Sl Slacs lows 39,1 Sa5 00

0597 ol mal 00b 0303 s o e 53 Ugts Slar T abiss > ]
el 03,8 Ll 393 4 ) ez JB St g azgs Slasies

N 559 S 925 5 el slesl 4 by o s ool glail (D™ el o

5 Snln gt o) 2 505 b shad aslid 0g8t & By Sle

Bgdisr s Oy



g 33 AL (02 ylug O gt

lac s p 4 Jole slaog 3 03958l Julis (Protein Modifications)  usg , <l s
(PTMs) slar play Slots )3 ited 4oz 5 3l oy b 00> 05 BT b
sgb & Sl (ol Ngd 0 03953 pBg 4 daz 5 AR Tl ey ale slaeg S
038 IS Slagy p £ Sbnl gt 9 dias 0 il ) () Sl e J2B
A T Egie by 9

slaoy 5 (59> a8 XA (2 ) s lenl )o (GuBig n Ol Sl ol
el Oglize slonl b lagutis  ditwa sl o ooy 53 Jlb a9 S 5 el
Olgie o roz Jgb 4 9 1,1 ol olardisn by 5 B S 59 (LS S
(Y9) SlaSi) Lgb o guie G5y 2 Sleh

Aibge Tgmel Wbl s sese bl sad ez 5 uBen e &S bl
4oz 5 5l b Olejea Hob a0 ) lesl pigste ol dsho Lo gt slaylisle
st il 512 1 aT (5lel 4l oo 5l 0 ol (1 JS2) disloinn B

23 5 sl G315 i 35S 0 L (rmigein 3l pt 4 dial Slasuwl e S35 5

1. Post-Translation Modifications
2. terminome
3. N-terminal
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1. C-terminal
2. acetylation
3. arginylation
4. tyrosinatio
5. lipidation
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Met-Aps, Met-aminopeptidases;

NTMTs, N-terminal methyltransferases;

NATs, N-terminal acetyltransferases;

NMT, N-terminal myristoyltransferases;

ATEL, arginyl transfer enzyme 1. (Chen & Kashina, 2021)
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GTs, glycosyltransferases; MT, methyltransferase;
PT, prenyltransferase; RGGT, Rab geranylgeranyl transferase;
FT, Farnesyl transferase; GGT, geranylgeranyl transferase;

TTL, tubulin tyrosine ligase;
VASHSs/SVBP, vasohibins/small vasohibin binding protein complex. (Chen & Kashina, 2021)
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